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XERB: Integrative single-cell RNA-seq and spatial transcriptomics analyses reveal diverse
apoptosis-related gene expression profiles in EGFR-mutated lung cancer

K RHAT: Cell Death & Disease(IF: 9.6)

A RETIE]: 2024 £ 08 B

HARITR: 46 EGFR-TKIs AYAT A BEM 1 flRAaTEE
B sEgREmagmns

HARMIE: ARk BE2A0EENEERRRE

DOI: 10.1038/541419-024-06940-y

1] Topic7 H&E
B DTP c Topic 7 L £ S R D
Bel2l1
Amm 10- -
5 /
= £ 8- i
c g4 & uEr
n 2 R,
. g = E
-3 — v
)
- 2
S
Q o0-
S 8 low high
/ Proporti i i
/ "\, Topics — Bcl2l1 Mcl1 Topic 7 proportion
Tope [ — E . = om
Topic.2 » y ’ 10 15 20 25 30 25 30 35
Topic3 [I1] Topic7 H&E [1l] Topic7 H&E 15 Mci1
Topic.4 ® [ " .
Topic.5 T ns
Topic.6 a=> N
Ll id = 104 o
Topic.8 c oo,
Topic.9 K<) o0l
Topic.10 ('z .!#
Topic.11 o .
Topic.12 R I3 5+
Topic.13 o
=
S
S

o—T7T
low  high

Topic 7 proportion

Bcl2i1 ] Mcl1 Bei2l1 Mcl1

10 15 20 25 30 25 30 35 10 15 20 25 30 25 30 35

" XERR

KRARKETEERAF (ST) MRAENFRA, BR7THARATHEXEREMBREREE R (= TKIs) %
PRIIER, X FRARERVEE ST ABHES RN

OBEREARAERA (scRNA-seq) STEFERA (ST) A, RGN EGFR-TKI W ATHEXEER
ST ;

QOME=SFREGER (ARA->BEFFT>RERNR) , BED FIHIZIIRREHEESR;

QLI N ALESEHEETR (ST deconvolution) =B RAIE, IRA MBHIF R A REENERRITIEE.

102



" AR LR

Human Transgenic

clinical sample murine model
Pre-treatment

‘.‘ (Parental)
| Osimertinib

Cell line

P DTP Osimertinib
@ (ORy
.l Osimer(tinib ; L # W\
O% Rc(egg::):();e Q@Recurrence FFPE
L ] l
scRNi\-seq Spatial transcriptomics
(VISIUM)
I 1 1
Unvetog STt Recureres e
= IS R EEE
SHIRNATIS SERRAT
10x Genomics Visium
HRIERE FRIX T < TERIER HREAEEY =
foF P e vkl FAEAE  @ER BN
HE < HEEFBCL2L1/BCLXL
IhEELRIIE
BE(EFF5(CRISPR-CASOES ) IR NI (BCL-XLIHIF)

FIMERE S £ R0 N :b=Tid

03l



e e B e

NEFHE: Transitional CXCL14* cancer-associated fibroblasts enhance tumour metastasis and
confer resistance to EGFR-TKIs, revealing therapeutic vulnerability to filgotinib in lung
adenocarcinoma

A& RHATI: Clinical and Translational Medicine (IF: 6.8)

A RBYIE]: 20254 4 B
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DOI: 10.1002/ctm2.70281
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XE@H: Targeting PDGF signaling of cancer-associated fibroblasts blocks feedback activation of
HIF-1a and tumor progression of clear cell ovarian cancer

&K FHEATI: Cell Reports Medicine (IF: 10.6)

A REYE]: 2024 &5 B
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DOI: 10.1016/j.xcrm.2024.101532
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NERIHE: POSTN* cancer- associated fibroblasts determine the efficacy of immunotherapy in
hepatocellular carcinoma

K REAF): Journal for ImmunoTherapy of Cancer (IF: 10.6)
EREFE: 20247 H

ARWR: FFEELSIES

DA siai RAM BN

DOI: 10.1136/jitc-2023-008721
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